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Appi. No, 10/010,310 
Atty. Docket \ r o.: 112418.122/AUR-010U5 
Response to Office Action dated Dec. 8, 2004 

EXHIBIT A 

Attached is a copy of the facsimile letter forwarded to Examiner Gabel prior to the 
telephonic Examiner's Interview on December 13, 2004. 
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MESSAGE " J 

Dear Examiner Gabel, j 

Further to our telephone conversation of December 7, 2004 regarding 
U.S. Serial No. 10/010,310, please find attached a copy of draft claims for 
discussion at today's telephonic Examiner's Interview at 2 p.m. These 
claims are for discussion purposes only and should not be entered into 
the official file. Please note that the text of the claims that we propose 
for cancellation, will be removed when we submit an Amendment and 
Response in this case. 

Based on the claims submitted herewith, Applicants would like to 
suggest that the Restriction Requirement mailed November 15, 2004 be 
withdrawn, and that a new Restriction Requirement be issued. 
Applicants respectfully suggest that the Restriction be regrouped as 
follows: 

I. Claims 10-17, 19-20, 23-24, 26-34, 36, and 39^0; 

II. Claims 42-50, 52, and 55-56; 

III. Claim 58-69 and 72. 

I look forward to speaking with you this afternoon. 
Respectfully submitted, 

JamerOleserv Ph.D. 
Reg. No. 46,967 

This facsimile transmission is confidential and may be privileged. If you are not the Intended recipient, 
please tmmediatary call the sender or, if Ihe sender Is noL available, call f 1 617 526 5413 and destroy 
all copies of I his transmission. If ths transmission is incomplete or ilegible, please call the sender or. If 
the sender is not available, call +1 617 526 5413. Thank you. 
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PLEASE DO NOT ENTER INTO OFFICIAL FILE 

DRAFT CLAIMS FOR DISCUSSION ONLY 

DRAFT CLAIMS FOR USSN 10/010,310_FOR DISCUSSION AT EXAMINER 

INTERVIEW ON 12/13/04 

Listing of Claims: 

Chums 1-9 (Canceled) 

Claim 10. (Currently Amended): A method for identifying a polypeptide that binds to a 
. peptide in a chosen protein, wherein said polypeptide is not an antibody, comprising: 

(a) providing a set of overlapping peptides spanning a complete sequence of at least a 
domain of the chosen protein, the set of overlapping peptides being covalcntlv 
attached to a support; 

(b) contacting the support with a mixture of polypeptides under conditions enabling 
binding between the support and a polypeptide of the mixture; 

(c) washing the support to remove unbound polypeptides of the mixture; and 

(d) identifying the polypeptide that binds to the support; support, 

wherein a polypeptide that binds to the support is the polypeptide that binds to the 
peptide in the chosen protein. 

Claim II. (Previously Presented): The method of claim 10, wherein the polypeptide that binds 
to the peptide in the chosen protein binds to a high affinity domain of the chosen protein. 

Claim 12. (Previously Presented): The method of claim 10, wherein the support is selected 
from the group consisting of a chip, bead, and plate. 

Claim 13. (Previously Presented): The method of claim 10, wherein the set of support- 
attached overlapping peptides is synthesized synthetically using the amino acid sequence of the 
chosen protein- 
Claim 14. (Previously Presented): The method of claim 10, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 15 amino 
acids in length. 
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DRAFT CLAIMS FOR DISCUSSION ONLY A PP ! No io/oiojio 

Any. Docker No.: 11241S.I22/AUR-010US 

Claim 15. (Previously Presented): The meihod of claim 10, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 12 amino 
acids in length. 

Claim 16. (Previously Presented): The method of claim 10, wherein each of the peptides in 
ihe set of suppon-au ached overlapping peptides is from about 5 amino acids to about 10 amino 
acids in length. 

Claim 1 7. (Previously Presented): The method of claim 10, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 7 amino 
acids in length. 

Claim 18. (Canceled): The method of claim 10, wherein the set of overlapping peptides is 
covalently attached to the support. 

Claim 1 9. (Previously Presented): The method of claim 10, wherein ihe support is contacted 
with a lysate from a cell, wherein the lysate comprises the mixture of polypeptides. 

Claim 20. (Previously Presented): The method of claim 10, wherein the chosen protein is 
human P-glycoprotein L 

Claim 2 1 . (Canceled); The method of claim 20, wherein the domain is selected from the 
group consisting of a first domain consisting of the amino acid sequence of SEQ ID NO: 1, a 
second domain consisting of the amino acid sequence of SEQ ID NO: 2, a third domain 
consisting of the amino acid sequence of SEQ ID NO: 3, and a combination of the First, second, 
and third domains. 

Claim 22. (Canceled): The method of claim 20, wherein the set of overlapping peptides 
comprises a first peptide consisting of an amino acid sequence of SEQ ID NO: 7 and a second 
peptide consisting of an amino acid sequence of SEQ ID NO: 8. 

Claim 23. (Previously Presented): The method of claim 20, wherein the polypeptide is 
tubulin. 
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DRAFT CLAIMS FOR DISCUSSION ONLY a p ,>i Nfo. 10/010,310 

Atty. Docket No.: H24t8. 122/AMR-01OUS 

Claim 24. (Previously Presented): The method of claim 10, wherein the chosen protein is 
human P-glycoprotcin 3. 

Claim 25. (Canceled): The method of claim 24, wherein the domain is selected from the 
group consisting of a first domain consisting of the amino acid sequence of SEQ ID NO: 4, a 
second domain consisting of the amino acid sequence of SEQ ID NO: 5, a third domain 
consisting of the amino acid sequence of SEQ JD NO: 6, and a combination of the first, second, 
and third domains. 

Claim 26. (Currently Amended): A method for identifying a peptide in a chosen protein that 
binds to a polypeptide, wherein said polypeptide is not an antibody, the method comprising: 

(a) providing a set of overlapping peptides spanning a complete sequence of at least a 
domain of the chosen protein, the set of overlapping peptides being covalentlv 
attached to a support; 

(b) contacting the support with a polypeptide under conditions enabling 
binding between the support and the polypeptide; 

(c) washing the support to remove unbound polypeptide; and 

(d) identifying the peptide of the support that binds to the polypeptide. 

Claim 27. (Previously Presented): The method of claim 26, wherein the peptide of the support 
that binds to the polypeptide is included within a high affinity domain of the chosen protein. 

Claim 28- (Previously Presented): The method of claim 26, wherein the support is contacted 
with the mixture of polypeptides under conditions enabling binding between the support and the 
polypeptide of the mixture. 

Claim 29. (Previously Presented): The method of claim 26, wherein the support is selected 
from the group consisting of a chip, bead, and plate. 
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DRAFF CLAIMS FOR DISCUSSION ONLY Appl. No. 10/010.310 

Ally. Docket No.: I J2418.122/AUR-010US 

Claim 30. (Previously Presented): The method of claim 26, wherein the set of suppori- 
aiiached overlapping peptides of the suppon is synthesized synthetically using the amino acid 
sequence of the chosen protein. 

Claim 31- (Previously Presented): The method of claim 26, wherein each of the peptides in 
Lhe set of support-attached overlapping peptides is from about 5 amino acids to about 15 amino 
acids in length. 

Claim 32- (Previously Presented): The method of claim 26, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 12 amino 
acids in length. 

Claim 33. (Previously Presented): The mediod of claim 26, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 10 amino 
acids. in length. 

Claim 34. (Previously Presented): The method of claim 26, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 7 amino 
acids in length. 

Claim 35. (Canceled): The method of claim 26, wherein the set of overlapping peptides is 
covalently attached to the support. 

Claim 36. (Previously Presented): The method of claim 26, wherein the chosen protein is 
human P-glycoprotein L 

Claim 37. (Canceled): The method of claim 36, wherein the domain is selected from the 
group consisting of a first domain consisting of the amino acid sequence of SEQ ID NO: 1, a 
second domain consisting of the amino acid sequence of SEQ ID NO: 2, a third domain 
consisting of the amino acid sequence of SEQ ID NO: 3, and a combination of the first, second, 
and third domains. 
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DRAFT CLAIMS FOR DISCUSSION ONLY 



Appl. No. 10/010,310 
Any. Docket No.. J 1 24 J 8.122/AUR-OlOUS 



Claim 38. (Canceled): 



The method of claim 36, wherein the set of overlapping peptides 



comprises a first peptide consisting of an amino acid sequence of SEQ ID NO:7 and a second 
peptide consisting of an amino acid sequence of SEQ ID NO:8. 

Claim 39. (Previously Presented): The method of claim 36, wherein the polypeptide is 
tubulin. 

Claim 40. (Previously Presented): The method of claim 26, wherein the chosen protein is 
human P-glycoprotein 3. 

Claim 41. (Canceled): The method of claim 40, wherein the domain is selected from the 

group consisting of a first domain consisting of the amino acid sequence of SEQ ID NO: 4, a 
second donaajn consisting of the amino acid sequence of SEQ ED NO: 5, a third domain 
consisting of the amino acid sequence of SEQ ID NO: 6, and a combination of the first, second, 
and third domains. 

Claim 42. (Currently Amended): A method of identifying a compound that modulates the 
binding of a polypeptide to a peptide in a chosen protein, wherein said polypeptide is not an 
antibody, comprising: 

(a) providing a set of overlapping peptides spanning a complete sequence of at least a 
domain of the chosen protein, the set of overlapping peptides being covalently 
attached to a support; 

(b) contacting the support with a candidate compound and the polypeptide under 
conditions enabling binding between the support and the polypeptide; 

(c) washing the support to remove unbound polypeptides of the mixture; and 

(d) detecting binding of the polypeptide to the support; support. 

wherein a change in the binding of the polypeptide to the support in the presence of the 
candidate compound compared to the binding of the polypeptide to the support in the absence of 
the candidate compound identifies the candidate compound as a compound diat modulates 
binding of the polypeptide to the peptide in the chosen protein. 
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DRAF1 CLAIMS FOR DISCUSSION ONLY a pp i. No i 0/0.03)0 

Atty. Dockci No.: 1 !2418.l22/AUR-O)0US 

Claim 43. ( Previously Presemed): The method of claim 42, wherein the domain of the chosen 
protein is a high affinity domain of the chosen protein. 

Claim 44. (Previously Presented): The method of claim 42, wherein the polypeptide is known 
to bind 10 the chosen protein. 

Clajm 45. (Previously Presented): The method of claim 42, wherein the support is selected 
from the group consisting of a chip, bead, and plate. 

Claim 46. (Previously Presented); The method of claim 42, wherein the set of support- 
altached overlapping peptides of the support is synthesized synthetically using the amino acid 
sequence of (he chosen proiein. 

Claim 47. (Previously Presented); The method of claim 42, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids 10 about 15 amino 
acids in length. 

Claim 48. (Previously Presented): The method of claim 42, wherein each of the peptides in 
die set of support-attached overlapping peptides is from about 5 amino acids to about 12 amino 
acids in length. 

Claim 49. (Previously Presented): The method of claim 42, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 1 0 amino 
acids in length. 

Claim 50. (Previously Presented): The method of claira 42, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 7 amino 
acids in length. 

Claim 51 . (Canceled): The method of claim 42, wherein the set of overlapping peptides is 

covalemly attached lo the support. 

Claim 52. (Previously Presented): The method of claim 42, wherein the chosen protein is 
human P-glycoprotein 1. 
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Appl.No. IO/0J0..3IG 
Atty. ticket No.: 1 1 24 18.1 22/AUR-fl 10US 



Claim 53. (Canceled): 



The method of claim 52, wherein the domain is selected from the 



group consisting of a first domain consisting of the amino acid sequence of SEQ ID NO: 1, a 
second domain consisting of the amino acid sequence of SEQ ED NO: 2, a third domain 
consisting of the amino acid sequence of SEQ ID NO: 3 and a combination of the first, second, 
and third domains. 



comprises a first peptide consisting of an amino acid sequence of SEQ ID NO: 7 and a second 
peptide consisting of an amino acid sequence of SEQ ID NO: 8. 

Claim 55. (Previously Presented): The method of claim 52, wherein the polypeptide is 
tubulin. 

Claim 56. (Previously Presented): The method of claim 42, wherein the chosen protein is 
human P-glycoprotein 3. 

Claim 57. (Canceled): The method of claim 56, wherein the domain is selected from the 

group consisting of a first domain consisting of the amino acid sequence of SEQ ID NO; 4, a. 
second domain consisting of the amino acid sequence of SEQ ID NO: 5, a third domain 
consisting of the amino acid sequence of SEQ ID NO: 6, and a combination of the first, second, 
and third domains. 

Claim 58. (Previously Presented): A support to which is attached a set of overlapping peptides 
spanning a complete sequence of at least a domain of a protein. 

Claim 59. (Previously Presented): The support of claim 58 T wherein the domain of the protein 
is a high affinity domain of the protein. 

Claim 60. (Previously Presented): The support of claim 58, wherein set of overlapping 
peptides spans the complete sequence of the entire protein- 
Claim 61 . (Previously Presented): The support of claim 58, wherein the support is selected 
from the group consisting of a chip, bead, and plate. 



Claim 54. (Canceled): 



The method of claim 52, wherein the set of overlapping peptides 



-7- 



US1DOCS4B3874&VI 



PAGE 25127 1 RCVDAT 12117/2004 2:35:45 PM [Eastern Standard TimeJ * SVR:USPTO-EFXRF-1/24 ' DNIS:2738300 ' CSID : 1 6 1 7526SO00 1 DURATION (mm-ss):07«08 



12**17/2004 14:40 FA.X 16175205000 w C P H AND D LLP @02f> 



DRAFT CLAIMS FOR DISCUSSION ONLY AppJ. No JO/010,310 

Ally. Dwkci No.: 1 12418. 122/AUR-H10US 

Claim 62. (Previously Presented): The support of claim 58, wherein the set of support- 
attached overlapping peptides of the support is synthesized synthetically using the amino acid 
sequence of the chosen protein. 

Claim 63. (Previously Presented): The support of claim 58, wherein each of the peptides jn 
the sot of support-attached overlapping peptides is from about 5 amino acids to about 15 amino 
acids in length. 

Claim 64. (Previously Presented): The support of claim 58, wherein each of the peptides in 
the set of support- attached overlapping peptides is from about 5 amino acids to about 12 amino 
acids in length. 

Claim 65. (Previously Presented): The support of claim 58, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 10 amino 
acids in length. 

Claim 66. (Previously Presented): The support of claim 58, wherein each of the peptides in 
the set of support-attached overlapping peptides is from about 5 amino acids to about 7 amino 
acids in length. 

Claim 67. (Previously Presented): * The support of claim 58, wherein the set of overlapping 
peptides is covalenlly attached to the support. 

Claim 68. (Previously Presented): The support of claim 58, wherein a polypeptide that binds 
to a peptide attached to the support is identified as a polypeptide that binds to the protein. 

Claim 69. (Previously Presented); The support of claim 58, wherein the chosen protein is 
human P-glycoprotein 1. 

Claim 70. (Canceled): The support of claim 69, wherein the domain is selected from the 
group consisting of a first domain consisting of the amino acjd sequence of SEQ ID NO: 1, a 
second domain consisting of the amino acid sequence of SEQ ID NO: 2, a third domain 
consisting of the amino acid sequence of SEQ ID NO: 3, and a combination of the first, second, 
and third domains. 
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DRAFT CLAIMS FOR DISCUSSION ONLY Appl. No 10/010.310 

A try. Docket No.. 1 124 1 122/AUR-010US 

Claim 71. (Canceled): The support of claim 69, wherein the set of overlapping peptides 

comprises a first peptide consisting of an amino acid sequence of SEQ ID NO:7 and a second 
peptide consisting of an amino acid sequence of SEQ ID NO: 8. 

Claim 72. (Previously Presented); The support of claim 58, wherein the chosen protein is 
human P- glycoprotein 3. 

Claim 73. (Canceled): The support of claim 72, wherein the domain is selected from the 

group consisting of a first domain consisting of the amino acid sequence of SEQ ED NO: 4, a 
second domain consisting of the amino acid sequence of SEQ ID NO: 5. a third domain 
consisting of the amino acid sequence of SEQ ID NO: 6, and a combination of the first, second, 
and third domains. 

Claim 74. (Canceled): A method for purifying tubulin comprising: 

a) contacting a sample containing tubulin with a support lo which is attached a first 
peptide consisting of an amino acid sequence of RSSLIR (SEQ ID NO:7) and a second 
peptide consisting of an amino acid sequence of SVRGSQ (SEQ ID NO: 8), wherein the 
contacting is under conditions enabling binding between the support and the tubulin in 
the same; 

b) rinsing the sample-contacted support to remove unbound molecules in said sample; 
and 

c) eluting said tubulin bound to said support; 
wherein said tubulin cluted from said support is purified. 
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